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Abstract — COVID-19 pandemic has an enormous impact on humans, and it has
disrupted daily life of people. Moreover, COVID-19 pandemic has significant
negative effects on the world economics. To prevent the viral infection, vaccines
are rapidly developed and available for certain strains of SARS-CoV-2 virus.
However, the emerging of new variants has caused the problems for COVID-19
vaccines due to immune escape ability, challenging the vaccine development
process which usually takes years. In this regard, there is a critical need of new
antiviral compounds that can be used to combat SARS-CoV-2 virus safely and
effectively. This review provides an overview on alkaloids and alkaloid-like
compounds, which have antiviral activity against SARS-CoV-2 virus and related
coronaviruses. Drug repurposing has played a crucial role for the drug discovery
of COVID-19, and many effective antiviral agents against SARS-CoV-2 virus are
from commonly used drugs or antiviral leads. Antiviral natural alkaloids and
derivatives, which have the activity toward SARS-CoV-2 virus and related

coronaviruses, are also discussed in this review.
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1. INTRODUCTION

SARS-CoV-2 virus (COVID-19) was first discovered in December 2019, Wuhan, Hubei province,
China.! Since then, the world has experienced the outbreak of this virus with high infectivity rate,
generating several discussions of what the origin of it could be. Comparative analysis of genomic data
revealed that SARS-CoV-2 virus is not originated from a laboratory construct or a manipulated virus but
likely originated in animals.>» SARS-CoV-2 is one of seven coronaviruses known to infect humans, and
some can cause severe disease, but certain coronaviruses exhibit only mild symptoms in human.? Apart
from the unresolved evidence of its origin, the COVID-19 pandemic has caused significant effects
worldwide, the problems covering the disruptions to everyday life of people. COVID-19 has threatened
not only human life but also the world economics. According to the WHO report, as of 23 December
2021, there were 276,436,619 cases of COVID-19 with the total 5,374,744 deaths.®> Although many
COVID-19 vaccines are recently available, mutations of SARS-CoV-2 virus have produced new variants,
which could have potential ability of immune escape. Some variants have specific virulence, for example,
the Delta variant with potential severe lung inflammation, causing serious symptoms of the disease. The
reduced sensitivity of the Delta variant to antibody neutralization of vaccines was also observed.*
Recently, the emerging of the Omicron variant has become the world health problem because the
available vaccines could not provide protection against this new variant. Moreover, the Omicron variant
has been spreading faster than any previous variants.

In the future, it is expected that the emerging of new variants of COVID-19 virus will be the major health
problem worldwide. Vaccine could protect the infection of SARS-CoV-2 virus at certain levels because
the new variants are more likely to have immune escape. Antiviral agents have emerged as a promising
therapeutic option as they can target several components/biological events during virus life cycle. To date,
only a handful of drugs are approved for the emergency use in adult to tackle COVID-19 (US FDA).
However, some of them showed conflicting results in the clinical study. Thus, new antiviral agents with
potential use as antiviral drugs for treatment of COVID-19 and the control of its spread are urgently
needed. Among natural products, alkaloids are important scaffolds for drug development, and they have

been reported to elicit several biological activities including antibacterial, anti-inflammatory, anticancer,
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and antiviral activity.®> With regard to ongoing pandemic, several studies have shown that alkaloids are a
source of bioactive compounds with great potential as novel anti-coronavirus agents. This review
provides an overview on alkaloids and alkaloid-like compounds as antiviral compounds against
COVID-19 virus and related coronaviruses, i.e., SARS-CoV, MERS-CoV, HCoV-0C43, HCoV-HKU1,
HCoV-NL63, and HCoV-229E.

2. ANTIVIRAL ALKALOIDS AND ALKALOID-LIKE COMPOUNDS FROM COMMONLY
USED DRUGS OR ANTIVIRAL LEADS

Drug repurposing or drug repositioning approach has gained attentions because it can accelerate the drug
discovery process. Moreover, commonly used drugs have been well studied for their safety and
pharmacokinetics, particularly the safety profile in human. For these reasons, drug repurposing can
significantly reduce time and cost for the drug development processes. The outbreak of SARS-CoV-2
virus in December 2019 has stimulated research on drug repurposing, which has initially been conducted
by in silico molecular docking study.®’ Recently, many commonly used drugs have also been screened
and tested for antiviral activity against SARS-CoV-2 virus. This section provides the information of
antiviral alkaloids and alkaloid-like drugs or antiviral leads, which have potential use as antiviral drugs
for the treatment of COVID-19.

Clofazimine (1), a commonly used drug for the treatment of leprosy and multidrug-resistant tuberculosis,
was recently found to inhibit coronaviruses, i.e. MERS-CoV, HCoV-229E, HCoV-OC43, and
SARS-CoV-2 (Figure 1).2 Clofazimin could inhibit the activity of helicase and inhibit cell fusion
mediated by the viral spike glycoprotein of COVID-19 virus. In an animal model, clofazimine (1) could
reduce viral loads in the lung of hamster, and it alleviated the inflammation caused by COVID-19 virus.
Clofazimine (1) showed antiviral synergy with remdesivir, a drug for COVID-19 treatment; the activity
was observed in both in vitro and in vivo.® Antiviral synergy of clofazimine (1) and remdesivir provided
the effective COVID-19 control, preventing body-weight loss and suppressing pulmonary virus titre and
nasal virus shedding.® Clofazimine (1) could therefore be a potential drug for the control of the pandemic
of COVID-19. Clofazimine (1) has phenazine skeleton in its molecule. Phenazine natural products are
produced by bacteria, i.e. Pseudomonas and Streptomyces species, and they have broad biological
activities, for example, antibacterial and anticancer activities.® In addition, phenazine scaffold has been
found to have antiviral activity, for example, neutral red (2) that exhibited potent activity against hepatitis
C virus by inhibiting internal ribosome entry site (IRES) (Figure 1).2° Neutral red (2) is normally used as
a dye for staining in histology, for example lysosomes red. Lomofungin (3) is an antimicrobial phenazine
natural product isolated from Streptomyces lomondensis (Figure 1).}! Lomofungin (3) and redoxal were

found to exhibit antiviral activity against human immunodeficiency virus type 1 (HIV-1) virus.t?
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Phenazine derivatives 4-6 displayed antiviral activity against bovine viral diarrhea virus (Figure 1).1*
Moreover, phenazine scaffold is also used in other research fields, for example, its conjugation with

erythromycin as a prodrug for antibacterial applications,'* and being used in biosensor and materials.*>°
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Figure 1. Antiviral phenazine derivatives 1-6

Three core structures of heterocycles including phenothiazine (7), phenoxazine (8), and phenoxathiin (9)
were tested against SARS-CoV virus (Figure 2), which was first found in Guandong, China, in 2002.%
SARS-CoV virus causes influenza-like symptoms with high mortality rate. Phenoxazine (8) is a core
structure of many antipsychotic drugs used for the treatment of schizophrenia and manifestations of
psychotic disorders, and it could inhibit SARS-CoV replication with ECso value of 21.5 uM. Phenoxazine
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Figure 2. Core structures of phenothiazine (7), phenoxazine (8), and phenoxathiin (9); and antiviral

antipsychotic drugs 10-12
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(8) and phenoxathiin (9) were found to inhibit SARS-CoV replication with ECso values of 89.5 and 763
UM, respectively.}” Three antipsychotic drugs, promazine (10), acepromazine (11) and methotrimeprazine
(12) or levomepromazine, showed antiviral activity against SARS-CoV virus with respective ECso values
of 10.8, 21.0 and 19.0 uM (Figure 2). The drug promazine (10) was tested in mice; however, it displayed
toxicity and did not reduce virus in lung.t’

Ceftazidime (13), an antibiotic drug, is used to treat bacterial infections, both Gram-negative and
Gram-positive bacteria (Figure 3). Recently, ceftazidime (13) was found to inhibit SARS-CoV-2 infection
by blocking the interaction of viral spike protein-angiotensin-converting enzyme 2 (ACE?2) interaction.®
This study screened 3581 small molecule compounds including the FDA approved drug library; among
these compounds, ceftazidime (13) showed the efficient inhibition on spike receptor-binding domain
(S-RBD) binding to human pulmonary alveolar epithelial cells (HPAEpIC). Preliminary structure-activity
relationship (SAR) analysis suggested that the functional groups, i.e. 2-aminothiazole, oxime protected
with isobutyric acid, and pyridine with a positive chare, could mediate the inhibition of protein interaction
between S-RBD and ACE2.'® 2-Aminothiazole is considered as a scaffold for the discovery of anticancer
agents,'® while pyridine moiety is found in alkaloids, which have the activity in the central nervous

system.?°

O

N-O OH
M
H-N \N NH H
fiip; o8
N~ Na
O +
o (0]
(13)

Ceftazidime

Figure 3. Structure of a drug ceftazidime (13), an inhibitor of viral spike protein-ACE2 interaction

GRLO0617 (14) is an antiviral drug lead, and it was found to be a noncovalent class of papain-like protease
(PLpro) inhibitor of SARS-CoV virus (Figure 4).2! Among the library of 50,080 compounds, GRL0617
(14) was found to be the most potent PLpro inhibitor, and it was co-recrystallized with the enzyme PLpro.
The X-ray crystal structure of PLpro in complex with GRL0617 (14) was successfully established,
providing the key binding sites of GRL0617 (14) with PLpro of SARS-CoV.?! Recently, GRL0617 (14)
and its derivative 15 (Figure 4) were found to be PLpro inhibitor of SARS-CoV-2, showing respective
ICso values of 2.1 and 11.0 pM.?2 Binding sites of GRL0617 (14) with PLpro of COVID-19 were revealed
by NMR and X-ray analyses, indicating that GRL0617 (14) is a potent protein-protein interaction (PPI)
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inhibitor against PLpro by blocking the binding of interferon stimulated gene 15 (ISG15) to PLpro.?
Currently, the target PLpro of COVID-19 has been gaining more attention as a potential drug target for
antiviral drug design.?>** A structure-based antiviral drug design led to the discovery of
2-phenylthiophene PLpro inhibitors 16-19 (Figure 4) with a tenfold binding affinity over GRL0617
(14).%® Other than antiviral properties, natural products containing a thiophene moiety have broad

biological activities, i.e. antiviral, antimicrobial, anticancer, insecticidal, and antileishmanial activities.?
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Figure 4. Structures of GRL0617 (14) and its derivatives 15-19 as PLpro inhibitors

3-Chymotrypsin like protease (3CLpro) of SARS-CoV-2 virus is one of the targets for antiviral drug
design, especially for the treatment of COVID-19. Using computational molecular modeling of 3987
commonly used drugs for the inhibition of 3CLpro, 47 drugs as potential 3CLpro inhibitors were
revealed.?” Among them, two heterocycle alkaloid-like drugs, tipranavir (20) and boceprevir (21) (Figure
5), had 1Cso values of 27.66 and 31.36 UM, respectively.?® Tipranavir (20) is an antiviral drug for the
treatment of human immunodeficiency virus (HIV), while boceprevir (21) is used to treat hepatitis C

virus that causes hepatitis.
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Figure 5. Structures of tipranavir (20) and boceprevir (21)

As mentioned earlier, 3CLpro is one of the promising targets for the design of anti-COVID-19 drug. The
3CLpro inhibitor, PF-00835231 (22) (Figure 6), has been used in clinical trials to treat COVID-19 by
intravenous administration.?® A phosphate derivative, PF-07304814 (23), was used as a prodrug that has
better solubility in water than PF-00835231 (22) (Figure 6). Alkaline phosphatase was able to convert the
prodrug PF-07304814 (23) to the active drug PF-00835231 (22), which exhibited antiviral activity both in
vitro and in vivo, displaying substantial reduction of viral load in a SARS-CoV-2 animal model.?8
PF-00835231 (22) also has synergistic activity with remdesivir, a drug for the treatment of COVID-19.
Moreover, when PF-07304814 (23) was administered to rats via intravenous infusion, no adverse effects
were observed in rats. Overall, PF-07304814 (23) is a potential drug candidate that will enter clinical

trials in human shortly.
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Figure 6. Structures of PF-00835231 (22) and PF-07304814 (23) and conversion of PF-07304814 (23) to
PF-00835231 (22) by alkaline phosphatase

The core structure of PF-00835231 (22) is an indole alkaloid. Information from the complex of
ligand-protease structure obtained from X-ray crystallographic analysis and molecular docking study was
used for the design and synthesis of antiviral indole derivatives 24-28 (Figure 7). The compounds were
tested for the inhibition of 3CLpro of SARS CoV-1 and it was found that indole derivatives 24 and 25
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exhibited 3CLpro inhibitory activity with respective 1Cso values of 74 and 17 nM, while the derivatives
26 and 27 showed respective ICso values of 7 and 44 nM, as revealed by fluorescence resonance energy
transfer (FRET) assay.?® From this drug design, the indole derivative 28 was obtained as an antiviral lead

compound with potent antiviral activity (ECso value of 2.4 uM).?°
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Figure 7. Structures of antiviral indole derivatives 24-28 as 3CLpro inhibitors

Indole alkaloid is found to be an important scaffold for antiviral drug design against COVID-19 virus.
Indole chloropyridinyl ester, GRL-0920 (29), and its corresponding indoline derivative, GRL-1720 (30),
could block SARS-CoV-2 infection (Figure 8).3%3 GRL-0920 (29) exhibited antiviral activity against
SARS-CoV-2 virus with ECso value of 2.8 puM,*® whereas the corresponding indoline derivative
GRL-1720 (30) displayed antiviral activity with ECso value of 15 uM.3! Moreover, an antiviral indole
derivative 31 was also discovered (Figure 8), and it could inhibit main protease (MP) enzyme of
SARS-CoV-2 virus. The derivative 31 exhibited antiviral activity against SARS-CoV-2 virus with ECso
value of 4.2 uM.3! In this study, the drug remdesivir showed antiviral activity against SARS-CoV-2 virus
with ECso value of 1.2 uM, which was comparable to that of compound 31. Therefore, the indole 31 is
considered as an antiviral lead for the development of a drug for the treatment of COVID-19. Further
study on indole chloropyridinyl ester GRL-0920 (29) and indoline derivative GRL-1720 (30) revealed
that they could inhibit 3CLpro enzyme of COVID-19 virus. The X-ray structure of SARS-CoV-2 3CLpro

enzyme co-crystallized with GRL-1720 (30) was investigated.3> The study also designed new indole
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derivatives based on molecular docking toward 3CLpro of SARS-CoV-2, and indole derivatives 31 and
32 were found to be potent inhibitors of 3CLpro (Figure 8).32 The X-ray structure of SARS-CoV-2
3CLpro bound with the indole 31 was also obtained from this study.3> Among the indole derivatives,
compound 32 was a potent 3CLpro inhibitor with 1Cso value of 0.073 pM, and it exhibited antiviral
activity against SARS-CoV-2 virus with ECsp value of 15 uM.*?
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Figure 8. Structures of antiviral indole derivatives 29-32 as lead compounds for the development of
anti-COVID-19 drugs

31

Bai et. al. designed the structures of indole derivatives 33-35 from an antiviral drug rupintrivir (36) (or
AG-7088 or rupinavir), which was initially developed for the treatment of rhinoviruses (Figure 9).*3
Indole derivatives 33-35 were 3CLpro inhibitors, and displayed in vitro inhibition of SARS-CoV-2
replication. The derivatives 33-35 had selectivity for SARS-CoV-2 3CLpro over the protein targets,
cathepsin B and cathepsin S.3* Compound 35 exerted inhibitory effect against 3CLpro of SARS-CoV-2
with ICso value of 19 nM. The derivative 35 was co-crystallized with 3CLpro of COVID-19 virus, and
X-ray crystallographic analysis revealed a formation of a covalent bond between compound 35 and the
sulfur of Cys145 amino acid in 3CLpro.2® In general, indole derivatives 33-35 exhibited potent antiviral
activity against an alphacoronavirus and non-SARS betacoronavirus with comparable activity to the drug
remdesivir.3 Bai et. al. also designed the structures of indole derivatives with nitrile warheads, which
were SARS-CoV-2 3CLpro inhibitors, and they exhibited in vitro antiviral activity against SARS-CoV-2
virus.®* Therefore, these experiments underscore the importance of an indole core structure as an

important scaffold for the drug design of SARS-CoV-2 3CLpro inhibitors.
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Figure 9. Structures of antiviral indole derivatives 33-35 and an antiviral drug rupintrivir (36)

Recently, the rational drug design strategies based on the inhibition of MP™ of SARS-CoV-2 virus led to
the identification of 2-phenyl-1,2-benzoselenazol-3-one derivatives as antiviral leads, and the derivatives
37-41 were found to be potent MP inhibitors (Figure 10).>°> Ebselen (42), an organoselenium drug, was
used as the lead molecule for this study. Ebselen (42) has broad spectrum of biological activities
including cytoprotective, anti-inflammatory, and antioxidant activities (Figure 10). It is currently studied

for the treatment of hearing loss and tinnitus,* stroke,"3 and bipolar disorder.® Ebselen (42) showed the
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Figure 10. Structures of 2-phenyl-1,2-benzoselenazol-3-one derivatives 37-41 and ebselen (42) as MP™®
inhibitors of COVID-19 virus
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inhibition of SARS-CoV-2 MP™ with 1Cso value of 0.33 pM, but it did not exhibit antiviral activity at 20
UM% Organoselenium derivatives 37-41 displayed MP™ inhibitory activity with respective 1Cso values of
0.90, 6.18, 2.77, 2.77, and 0.38 uM, and exhibited antiviral activity against SARS-CoV-2 virus with ECsg
values of 11.2, 6.5, 5.2, 0.8, and 2.0 uM, respectively.® In this study, the antiviral drug remdesivir
showed the activity against SARS-CoV-2 virus with ECso value of 1.8 puM, which was comparable to
those of compounds 40 and 41. Overall, the derivative 40 that has with ECso value of 0.8 uM is therefore
considered as a lead compound for antiviral drug development.3®

The scaffold of bispidine or 3,7-diazabicyclo[3.3.1]nonane (43) is known to be a “privileged structure” in
medicinal chemistry research (Figure 11).%° Bispidine was functionalized with different heterocycles, for
example, pyrazole and triazole, giving derivatives 44-47 (Figure 11), and they were tested for the
inhibition of 3CLpro of SARS-CoV-2 virus.*! Most bispidine derivatives could inhibit 3CLpro with I1Cso
values of 1-10 uM, and a few derivatives exhibited inhibitory activity with 1Cso values at sub-micromolar
levels.** Among the bispidine derivatives, compound 48 displayed inhibitory activity with ICso value of
0.75 UM (Figure 11).4
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Figure 11. Structures of bispidine (43) and its derivatives 44-48
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ML300 (49) and ML188 (50) were previously found to be lead antiviral compounds because they were
inhibitors of SARS-CoV 3CLpro (Figure 12).4>*® They are noncovalent 3CLpro inhibitors of SARS-CoV
virus with 1Cso values at sub-micromolar or nanomolar levels. Guided by the noncovalent 3CLpro
inhibitor ML300 (49), derivatives 51, 52 and CCF981 (53) were synthesized and tested for 3CLpro
inhibitory activity against 3CLpro of SARS-CoV-2 virus (Figure 12).** X-Ray co-crystal structures of
derivatives 51 and 52 complexed with 3CLpro were obtained, providing the information of multiple
hydrogen-bonding interactions between heterocyclic azole nitrogens and the enzyme.** Finally, the design
of new antiviral compounds led to the identification of CCF981 (53) that could inhibit 3CLpro with 1Cso

value of 68 nM, and it had comparable in vitro antiviral activity to the antiviral drug remdesivir.**
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Figure 12. Structures of ML300 (49), ML188 (50), derivatives 51, 52 and CCF981 (53)

o

Recently, Paxlovid (54) composing of two active drugs, nirmatrelvir or PF-07321332 (54-a) and ritonavir
(54-b) (Figure 13), was found to be orally active MP™ inhibitor for the treatment of COVID-19 (Figure
13).% Paxlovid (54) exhibited antiviral activity in a mouse-adapted SARS-CoV-2 model, and it showed
efficacy in a phase | clinical trial in healthy human participants.*® In November 2021, the clinical trial
phase 2/3 revealed that Paxlovid (54) showed 89% viral reduction within three days after symptom onset
in COVID-19 patients, and thus cutting the risk of hospitalization and death of patients. Therefore, it is
anticipated that Paxlovid (54) will be an effective antiviral drug for the treatment of COVID-19 in the
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near future. PF-07321332 (54-a) was developed from the lead antiviral compound, PF-07304814 (23),
whose structure is shown in Figure 6. While PF-07304814 (23) has to be administered intravenously,
which is difficult to use for patients, PF-07321332 (54-a) is orally active, providing a convenient way of
the treatment by oral administration. MK-4482 or EIDD-2801 (55) or Molnupiravir is a pro-drug of the
nucleoside analogue known as N*-hydroxycytidine, which has broad-spectrum activity against RNA virus
(Figure 13). Previously, it was found that MK-4482 or EIDD-2801 (55) displayed potent anti-influenza
virus activity in animal models, i.e. ferrets and human airway epithelia,*® and in ferret model.* This drug
candidate exerts its antiviral action during viral RNA replication by introduction of copying errors.
Recent experiments revealed that MK-4482 or EIDD-2801 (55) could reduce SARS-CoV-2 virus in the
upper respiratory tract and was able to control the virus spread by oral administration twice a day.*®
Moreover, in phase II/111 clinical trials, MK-4482 or EIDD-2801 (55) inhibited SARS-CoV-2 replication
in human.*® It could provide efficacies both therapeutic and pre-exposure prophylaxis strategies, and thus
having dual potentials, i.e. prevention and treatment of COVID-19.* In November 2021, U.K. approves
MK-4482 or EIDD-2801 (55) as an antiviral drug for the treatment of mild-to-moderate COVID-19 in
adults. Paxlovid (54) and MK-4482 or EIDD-2801 (55) will play a crucial role for the treatment and
control of COVID-19 worldwide, and these antiviral drugs may change COVID-19 pandemic course of

the world.
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Figure 13. Structure of Paxlovid (54) composing of nirmatrelvir or PF-07321332 (54-a) and ritonavir
(54-b), and structure of MK-4482 or EIDD-2801 (55)

3. ANTIVIRAL ALKALOIDS AND ALKALOID-LIKE COMPOUNDS AGAINST COVID-19
AND RELATED VIRUSES FROM NATURAL PRODUCTS AND THEIR DERIVATIVES
Natural products are good sources of drugs, and many drugs are derived or inspired from natural

products.>® Natural products also provide structures of pharmacophores for the new drug design.55?
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Shikimic acid isolated from star anise (Illicium verum) is a good example of a natural product used for the
preparation of an antiviral drug, Oseltamivir or Tamiflu, the drug for the treatment of influenza viruses A
and B.>® Recently, natural products were found to be potential ACE2 blockers, one of the antiviral drug
targets, which are revealed by many methods and techniques.> Moreover, a review on natural products
based on the information of SARS-CoV virus is proposed for the management of the new coronavirus or
COVID-19 infection.> A review on Asian herbal medicines and their bioactive compounds covering
many antiviral natural products from plants was recently reported.>® A number of natural products, which
have potential to treat RNA virus such as COVID-19 virus, were also reported in the recent review.>’
Antiviral alkaloids and alkaloid-like compounds isolated from natural resources, i.e. plants,
microorganisms, and marine invertebrates, which have the activity toward COVID-19 virus, are presented
in this section.

Recent work investigated natural products, which could block SARS-CoV-2 entry using HEK-293T cells
overexpressing human angiotensin-converting enzyme 2 (293T-ACE2 cells) for screening.>® Among 188
natural compounds screened in this study, the alkaloids cepharanthine (56), hernandezine (57), tetrandrine
(58), neferine (59), and SC171 (60) were found to be anti-SARS-CoV-2 entry inhibitors (Figure 14).
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Figure 14. Structures of cepharanthine (56), hernandezine (57), tetrandrine (58), neferine (59), and
SC171 (60)
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Compounds 56-59 are bis-benzylisoquinoline alkaloids, which are metabolites of plants, and they have
broad biological activities, particularly on anticancer property.3®%2 The alkaloids 56-59 displayed potent
antiviral activity against the two emerging SARS-CoV-2 variants N501Y.V1 and N501Y.V2, which are
found in the United Kingdom and South Africa. These alkaloids could protect certain cell lines, i.e.
293T-ACE2, Calu-3, and A549, from infection by coronaviruses including SARS-CoV-2, SARS-CoV,
and MERS-CoV. This study also revealed that the alkaloids 56-59 were able to block host calcium
channels that led to the inhibition of Ca?"-mediated fusion, and thus blocking virus entry.>® An
independent study revealed that cepharanthine (56) had SARS-CoV-2 Nspl3 helicase ATPase inhibitory
activity, and this finding was obtained from virtual screening of 970,000 chemical compounds, based on
their ability to bind with the ATP-binding site of the enzyme.®

Gallinamide A (61) or symplostatin 4 is a marine natural product, which was isolated from the marine
cyanobacteria of the Schizothrix genus® and from the genus Symploca (Figure 15).% It is a modified
depsipeptide with a heterocyclic moiety, methyl-1,5-dihydro-2H-pyrrol-2-one or pyrrolinone. Gallinamide
A (61) was previously found to be a potent inhibitor of human cysteine protease cathepsin L and

Trypanosoma cruzi cysteine protease,®® and it also exhibited potent antimalarial activity by inhibiting the

62

65

Figure 15. Structures of gallinamide A (61) and its derivatives 62-65
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food vacuole falcipains of the malarial parasite at nanomolar levels.%” When tested against COVID-19
virus, gallinamide A (61) could decrease viral load with an ICgo of 88 nM in a SARS-CoV-2 viral
infection assay using Vero 76 clone E6 cells as a host.%® Further study revealed that gallinamide A (61)
displayed antiviral activity against SARS-CoV-2 virus with an ECsg of 28 nM. Detailed mechanistic
study revealed that gallinamide A (61) exerted antiviral activity by the inhibition of human cathepsin L,
which is a key human cysteine protease by which coronaviruses used for cell entry.% Several derivatives
of gallinamide A (61) were prepared and compounds 62-65 were found to be potent antiviral agents
against COVID-19 virus (Figure 15).% It is worth mentioning that the derivatives 62-65 have an indole
moiety in their molecules. Gallinamide A (61) inhibited cathepsin L with an ICso of 17.6 pM, while the
derivatives 62-65 inhibited cathepsin L with I1Cso values ranging from 6 to 17 pM. The analogue 65 was
1.4-fold more potent than the parent compound, gallinamide A (61). The derivatives 63 and 65 exhibited
more potent antiviral activity than gallinamide A (61); however, compounds 62 and 64 had relatively
weak antiviral activity with ECso values greater than 5 pM.%8

Plitidepsin (66) or dehydrodidemnin B or aplidin is a marine natural product isolated from the marine
ascidian Aplidium albicans,®® and it is a derivative of didemnin B (67) isolated from a tunicate of the
genus Trididemnum (Figure 16).”° Didemnin B (67) was previously found to have antiviral and cytotoxic
acitivites,’® while plitidepsin (66) had potent antitumor activity.”* Plitidepsin (66) and didemnin B (67)
have a heterocyclic pyrrolidine moiety of proline amino acid in their molecules. Plitidepsin (66) was
recently found to exhibit antiviral activity against SARS-CoV-2 virus in vitro with 90% inhibitory
concentration (ICq) of 0.88 nM, which is more potent than the drug remdesivir by a factor of 27.5.7
Plitidepsin (66) inhibited SARS-CoV-2 replication at nanomolar level, with an 1Cy value of 3.14 nM. It
was found that plitidepsin (66) exerted antiviral activity against SARS-CoV-2 by inhibition of eukaryotic
translation elongation factor 1A (eEF1A). In an animal model of SARS-CoV-2 infection, plitidepsin (66)
could reduce SARS-CoV-2 virus by two orders of magnitude, and it could also reduce lung inflammation
in mice.” Previously, plitidepsin (66) had been in clinical trials for the treatment of cancer, i.e. multiple
myeloma, and its safety profile and pharmacokinetics were well established.”" Upon these reasons,
plitidepsin (66) is a potential drug candidate for the treatment of COVID-19. (-)-Ternatin (68) is a natural
cyclic heptapeptide isolated from a mushroom Coriolus versicolor (Figure 16),”® which is commonly used
in traditional Chinese medicine. (—)-Ternatin (68) was found to inhibit hyperglycemia and hepatic fatty
acid synthesis in diabetic mice,”® and it inhibited adipogenesis and lipid metabolism in 3T3-L1 cells.”
Further study revealed that the g-turn structure of (—)-ternatin (68) is essential for fat-accumulation
inhibitory activity against 3T3-L1 murine adipocytes.’® (-)-Ternatin (68) and its derivatives could kill

cancer cells by the inhibition of eEF1A, which is the same target as plitidepsin (66).”° Ternatin-4 (69) is a
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derivative of (—)-ternatin (68), containing a piperidine moiety as a heterocycle in its molecule (Figure
16).”" Ternatin-4 (69) was previously found to be the inhibitor of eEF1A.”° Recent study found that
ternatin-4 (69) had potential interactions with multiple coronavirus proteins,® and it displayed in vitro
antiviral activity against SARS-CoV-2 virus with an ICg of 15 nM.”2 However, ternatin-4 (69) was 9

times less active against SARS-CoV-2 virus than plitidepsin (66)."2
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Figure 16. Structures of plitidepsin (66), didemnin B (67), (—)-ternatin (68), and ternatin-4 (69)

Colchicine (70) is a tricyclic alkaloid isolated from plants, such as Colchicum autumnale and Gloriosa
superba (Figure 17), and it is normally used as a drug for treatment of gout and Behget's disease. In
Colombia, five cases of COVID-19 patients were treated with colchicine (70); these patients had a
clinical history of biopolymers in the gluteal region, and thus having iatrogenic allogenosis.8! Colchicine
(70) was found to provide beneficial effects as it might reduce cytokine levels and activation of
macrophages, neutrophils, and inflammasome. Therefore, it is proposed that colchicine (70) may be used
to prevent acute respiratory distress syndrome in COVID-19 patients.* Colchicine (70) was also used
with doxycycline (71) to treat patients with COVID-19 pneumonia (Figure 17).82 Doxycycline (71) is
tetracycline-class antibiotic drug, exhibiting broad-spectrum of antibacterial activity. COVID-19 patients

were first treated with doxycycline (71) in the first week, and they received doxycycline (71) plus
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colchicine (70) in the second week; this treatment led to the reduction of symptoms and disease severity,
showing good clinical and radiological outcomes in patients.®? Further randomized and controlled clinical

studies are recommended for the use of colchicine (70) and doxycycline (71) for COVID-19 patients.
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Figure 17. Structures of colchicine (70) and doxycycline (71)

Chromene (72) and coumarin (73) are core structures of many natural products (Figure 18).83% Recent
study revealed that natural coumarins, inophyllum P (74), mesuol (75), and oxypeucedanin (76) are
potential 3CLpro of SARS-CoV virus (Figure 18); this study employed in silico method, i.e. molecular
docking, molecular dynamics simulation, ADMET prediction, and MM-PBSA binding energy
calculation.®” This investigation revealed that inophyllum P (74), mesuol (75), oxypeucedanin (76), and
glycycoumarin (77) showed the highest binding affinity with the best negative energy scores (Figure 18),
and they interacted with one or both of His41 and Cys145 residues of 3CLpro through hydrophilic and
hydrophobic bonding.®” These coumarins also had good pharmacokinetics, as well as drug-likeness. An
independent docking analysis also revealed that glycycoumarin (77) and isodispar B (78) were promising
coumarins against COVID-19 virus (Figure 18).%8 Moreover, a few additional coumarins were proposed
to be potential protease inhibitors of COVID-19 virus as revealed by in silico molecular docking.®® The
prediction by these computational methods underscores the importance of chromene (72) and coumarin
(73) core structures as antiviral drug candidates. Recent study revealed that the introduction of
heterocyclic pyrazole and piperazine moieties into the core structure of chromene (72) led to the
benzopyranylpyrazole structures, which had antiviral activity against SARS-CoV-2 virus.®® Among
benzopyranylpyrazole derivatives, C01 (79) exhibited potent antiviral activity by inhibiting the
replication of SARS-CoV-2, as well as by inducing stress granule formation (Figure 18).° C01 (79) was
tested against SARS-CoV-2 in Vero cells in combination with antiviral drug lopinavir. C01 (79)
considerably enhanced antiviral activity (ICso from 7.64 to <0.78 uM), suggesting that the drug
combination of stress granule enhancers, i.e. CO1 (79), with other antiviral drugs could be a potential

strategy for treating viral diseases.*
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Figure 18. Structures of chromene (72), coumarin (73), inophyllum P (74), mesuol (75),
oxypeucedanin (76), glycycoumarin (77), isodispar B (78), and CO1 (79)

Lycorine (80) is a phenanthridine alkaloid of the plants, Rhodolirum speciosum, Lycoris radiate, and
Clivia miniata (Figure 19).99 Lycorine (80) has broad biological activities including antivirus, antitumor
antileukemia, anti-inflammatory, anti-angiogenesis, antibacterial, and antimalarial activities,* and it is
considered as a lead compound for a new generation of anticancer drug design.®* Recently, lycorine (80)
was found to have antiviral activity against coronaviruses, MERS-CoV, SARS-CoV, and SARS-CoV-2,
with ICso values of 2.123, 1.021, and 0.878 uM, respectively, which was comparable to antiviral drug
remdesivir.%® Lycorine (80) was found to inhibit RNA dependent RNA polymerase of MERS-CoV virus
with an ICso value of 1.406 uM, while remdesivir had ICso value of 6.335 pM toward this enzyme.*®
Molecular docking revealed that lycorine (80) could bind through hydrogen bonding with RNA
polymerase of SARS-CoV-2 at the amino acids, Asp623, Asn691, and Ser759 residues. Another study
also indicated that lycorine (80), together with two alkaloids, emetine (81) and cephaeline (82), displayed
antiviral activity against SARS-CoV-2 at nanomolar levels with ECso values of 0.439 uM, 0.00771 uM,
and 0.0123 uM, respectively (Figure 19).% It was suggested that lycorine (80), emetine (81), and
cephaeline (82) may involve in the prevention of the virus maturation, and thus destroying viral core

assembly because these alkaloids could bind with nucleocapsid protein (N protein).®® Emetine (81) is an
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alkaloid isolated from the plant Hedera helix,%” while cephaeline (82) was isolated from the roots of

Cephaelis acuminate.®®

Lycorine (80)

Emetine (81) Cephaeline (82)

Figure 19. Structures of lycorine (80), emetine (81), and cephaeline (82)

Natural products and derivatives, walrycin B (83), fascaplysin (84), and beta-lapachone (85), were found
to be 3CLpro inhibitors of COVID-19 virus (Figure 20), and they had ICso values of 0.26, 9.96, and 13.33
UM, respectively.®® However, only walrycin B (83) exhibited antiviral activity against SARS-CoV-2 virus
with ECsp value of 3.55 uM, while fascaplysin (84) and beta-lapachone (85) were inactive against the
virus at 20 uM.% Walrycin B (83) was previously reported to be the inhibitor of the bacterial WalR, one

of the targets for the design of antimicrobial compounds.*®® Walrycin B (83) is a derivative of a natural
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Figure 20. Structures of walrycin B (83), fascaplysin (84), beta-lapachone (85), toxoflavin (86),
ergotamine (87), and dihydroergotamine (88)
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product, toxoflavin (86) (Figure 20), isolated from Gram-negative bacteria, Burkholderia gladioli and
Burkholderia glumae, 1% and it was reported to have broad-spectrum of antifungal activity.%
Fascaplysin (84) is a marine natural product, which was isolated as an antimicrobial pigment from the
marine sponge Fascaplysinopsis sp.!® beta-Lapachone (85) is a quinone isolated from the plants
Tabebuia avellanedae and Handroanthus impetiginosus, exhibiting potent anticancer activity by inducing
apoptosis in HepG2 hepatoma cell line.1%* The derivative of beta-lapachone (85), namely ARQ 761, had
reached phase I clinical trial for the treatment of cancer, and it exerted the activity through the expression
of NAD(P)H:quinone oxidoreductase 1 in cancer cells.!® The study on virtual screening of 970,000
chemical compounds against the ATP-binding site of Nsp13 helicase ATPase revealed that ergotamine
(87) and dihydroergotamine (88) were potential inhibitors of Nsp13 helicase ATPase of SARS-CoV-2
virus (Figure 20).%% Ergotamine (87) is an alkaloid produced by the fungus, Claviceps purpurea, while
dihydroergotamine (88) a semi-synthetic derivative prepared from ergotamine (87). Both ergotamine (87)
and dihydroergotamine (88) are commonly used drugs for the treatment of migraine.1%

The molecular dynamics (MD) simulation revealed that noscapine (89) was potential inhibitor for MP™ of
SARS-CoV-2 (Figure 21).1% Noscapine (89) is a benzylisoquinoline alkaloid, isolated from the opium
poppy Papaver somniferum, and it is a potential anticancer drug, whose biosynthesis pathway has

received attentions from scientists.'®® Noscapine (89) is an antitussive drug, and it also has anticancer
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Figure 21. Structures of noscapine (89), chloroquine (90), ribavirin (91), favipiravir (92),
rocaglamide (93), aglaroxin C (94), and zotatifin (95)
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property by binding with tubulin at the colchicine site.!® When analyzing the binding ability with MP™ of
SARS-CoV-2 of two alkaloids noscapine (89) and chloroquine (90), compared with the two antiviral
drugs, ribavirin (91) and favipiravir (92) (Figure 21), the alkaloid noscapine (89) was found to be
potential inhibitor of MP™ of SARS-CoV-2.2%" Noscapine (89) could bind at 155-306 amino acid residues
of the binding pocket-3 of MP™ of SARS-CoV-2. Flavaglines are natural products of the plants of the
genus Aglaia, and they have cyclopenta[b]benzofuran moiety. Flavaglines, i.e. rocaglamide (93) and
aglaroxin C (94), have antiviral activity against many viruses, including coronaviruses (Figure 21).11°
Since flavaglines or rocaglates have antiviral activity, a number of its derivatives have been generated by
chemical synthesis, and they showed the inhibition of hepatitis C viral entry.!*! This compound class also
displays anticancer activity, for example, zotatifin (95) or eFT226 A, which is in phase I/1I clinical trials
(Figure 21). Recently, zotatifin (95) was found to exhibit potent antiviral activity against COVID-19 virus
with ICgo value of 0.037 uM.&

Bafilomycins are antibiotics produced by many bacterial strains of the genus Streptomyces. Recently, a
few bafilomycins, i.e. bafilomycin B1 (96), bafilomycin B2 (97), were isolated from Streptomyces sp.,
which was isolated from animal feces (Figure 22).!'? Among bafilomycins from Streptomyces sp.,
bafilomycin B1 (96) and bafilomycin B2 (97) exhibited potent antiviral activity against influenza A virus

with 1Csp values at nanomolar levels. Detailed mechanistic study revealed that they inhibited the activity
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Figure 22. Structures of bafilomycin B1 (96), bafilomycin B2 (97), schizanthine N (98),
schizanthine Y (99), and schizanthine Z (100)
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of endosomal ATP-driven proton pumps. Bafilomycin B2 (97) was found to exhibit antiviral activity
against COVID-19 virus with the ICso value less than 10 nM.!!2 Plants of the genus Schizanthus produces
tropane alkaloids, for example, schizanthine N (98) from Schizanthus tricolor,*? and schizanthine Y (99)
and schizanthine Z (100) from Schizanthus porrigens (Figure 22).1'* Molecular docking study revealed
that schizanthine Z (100) could bind to papain-like protease of COVID-19 virus with high affinity and
good ADME properties.t®

4. CONCLUSION

COVID-19 has posed great threats to the health of people worldwide. However, effective drugs for the
treatment of COVID-19 are not widely available for patients. Recently, two drugs, Paxlovid (54) and
EIDD-2801 (55) or Molnupiravir, were approved for the treatment of COVID-19, and these antiviral
drugs may change the course of COVID-19 pandemic. However, new variants of SARS-CoV-2 virus
have potential abilities of immune escape from vaccines, and may eventually resist to antiviral drugs.
Therefore, searching for new antiviral agents is critically important for the development of drugs for the
treatment of COVID-19. Many alkaloids and alkaloid-like molecules presented in this review show
antiviral activity against SARS-CoV-2 virus and related coronaviruses, and some of them are potential

antiviral drug candidates.

ACKNOWLEDGEMENTS
The authors would like to thank Center of Excellence on Environmental Health and Toxicology (EHT),
OPS, Ministry of Higher Education, Science, Research and Innovation for their excellent technical

support.

REFERENCES

1. P.Zhou, X.-L. Yang, X.-G. Wang, B. Hu, L. Zhang, W. Zhang, H.-R. Si, Y. Zhu, B. Li, C.-L. Huang,
H.-D. Chen, J. Chen, Y. Luo, H. Guo, R.-D. Jiang, M.-Q. Liu, Y. Chen, X.-R. Shen, X. Wang, X.-S.
Zheng, K. Zhao, Q.-J. Chen, F. Deng, L.-L. Liu, B. Yan, F.-X. Zhan, Y.-Y. Wang, G.-F. Xiao, and
Z.-L. Shi, Nature, 2020, 579, 270.

2. K. G. Andersen, A. Rambaut, W. I. Lipkin, E. C. Holmes, and R. F. Garry, Nat. Med., 2020, 26, 450.
https://covid19.who.int/, (accessed 23 December, 2021).

4. D. Planas, D. Veyer, A. Baidaliuk, I. Staropoli, F. Guivel-Benhassine, M. M. Rajah, C. Planchais, F.
Porrot, N. Robillard, J. Puech, M. Prot, F. Gallais, P. Gantner, A. Velay, J. Le Guen, N.
Kassis-Chikhani, D. Edriss, L. Belec, A. Seve, L. Courtellemont, H. Péré, L. Hocqueloux, S.
Fafi-Kremer, T. Prazuck, H. Mouquet, T. Bruel, E. Simon-Loriére, F. A. Rey, and O. Schwartz,



138

L N o o

10.

11.
12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

HETEROCYCLES, Vol. 105, No. 1, 2022

Nature, 2021, 596, 276.

P. Kittakoop, C. Mahidol, and S. Ruchirawat, Curr. Top. Med. Chem., 2014, 14, 239.

S. De Vita, M. G. Chini, G. Lauro, and G. Bifulco, RSC Adv., 2020, 10, 40867.

J. R. A. Silva, H. G. Kruger, and F. A. Molfetta, RSC Adv., 2021, 11, 23450.

S. Yuan, X. Yin, X. Meng, J. F.-W. Chan, Z.-W. Ye, L. Riva, L. Pache, C. C.-Y. Chan, P.-M. Lai, C.
C.-S. Chan, V. K.-M. Poon, A. C.-Y. Lee, N. Matsunaga, Y. Pu, C.-K. Yuen, J. Cao, R. Liang, K.
Tang, L. Sheng, Y. Du, W. Xu, C.-Y. Lau, K.-Y. Sit, W.-K. Au, R. Wang, Y.-Y. Zhang, Y.-D. Tang,
T. M. Clausen, J. Pihl, J. Oh, K.-H. Sze, A. J. Zhang, H. Chu, K.-H. Kok, D. Wang, X.-H. Cai, J. D.
Esko, I. F.-N. Hung, R. A. Li, H. Chen, H. Sun, D.-Y. Jin, R. Sun, S. K. Chanda, and K.-Y. Yuen,
Nature, 2021, 593, 418.

N. Guttenberger, W. Blankenfeldt, and R. Breinbauer, Bioorg. Med. Chem., 2017, 25, 6149.

W. Wang, P. Préville, N. Morin, S. Mounir, W. Cai, and M. A. Siddiqui, Bioorg. Med. Chem. Lett.,
2000, 10, 1151.

L. E. Johnson and A. Dietz, Appl. Microbiol., 1969, 17, 755.

E. Pery, A. Sheehy, N. Miranda Nebane, V. Misra, M. K. Mankowski, L. Rasmussen, E. Lucile
White, R. G. Ptak, and D. Gabuzda, Virology, 2015, 484, 276.

L. G. Palchykovska, O. V. Vasylchenko, M. O. Platonov, V. G. Kostina, M. M. Babkina, O. A.
Tarasov, D. B. Starosyla, S. P. Samijlenko, S. L. Rybalko, O. M. Deriabin, and D. M. Hovorun,
Biopolym. Cell, 2012, 28, 477.

H. Yang, K. Liu, S. Jin, and R. W. Huigens lii, Org. Biomol. Chem., 2021, 19, 1483.

T.Jiang, N. Lu, J. Yang, Y. Hang, J. Wang, P. Zhao, and J. Hua, RSC Adv., 2015, 5, 102863.

B. Ghanem, F. Alghunaimi, N. Alaslai, X. Ma, and I. Pinnau, RSC Adv., 2016, 6, 79625.

D. L. Barnard, C. W. Day, K. Bailey, M. Heiner, R. Montgomery, L. Lauridsen, K. H. Jung, J. K. Li,
P. K. Chan, and R. W. Sidwell, Antiviral Res., 2008, 79, 105.

C. Lin, Y. Li, Y. Zhang, Z. Liu, X. Mu, C. Gu, J. Liu, Y. Li, G. Li, and J. Chen, Sig. Transduct.
Target. Ther., 2021, 6, 198.

Y. Wan, J. Long, H. Gao, and Z. Tang, Eur. J. Med. Chem., 2021, 210, 112953.

S. X. Lin, M. A. Curtis, and J. Sperry, Bioorg. Med. Chem., 2020, 28, 115820.

K. Ratia, S. Pegan, J. Takayama, K. Sleeman, M. Coughlin, S. Baliji, R. Chaudhuri, W. Fu, B. S.
Prabhakar, M. E. Johnson, S. C. Baker, A. K. Ghosh, and A. D. Mesecar, Proc. Natl. Acad. Sci. US4,
2008, 105, 16119.

Z. Fu, B. Huang, J. Tang, S. Liu, M. Liu, Y. Ye, Z. Liu, Y. Xiong, W. Zhu, D. Cao, J. Li, X. Niu, H.
Zhou, Y. J. Zhao, G. Zhang, and H. Huang, Nat. Commun., 2021, 12, 488.

X. Gao, B. Qin, P. Chen, K. Zhu, P. Hou, J. A. Wojdyla, M. Wang, and S. Cui, Acta Pharm. Sin. B.,



24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

HETEROCYCLES, Vol. 105, No. 1, 2022 139

2021, 11, 237.

P. Rao, R. Patel, A. Shukla, P. Parmar, R. M. Rawal, M. Saraf, and D. Goswami, Mol. Divers., 2021,
DOI: 10.1007/s11030-021-10220-8. Article in press.

Z. Shen, K. Ratia, L. Cooper, D. Kong, H. Lee, Y. Kwon, Y. Li, S. Algarni, F. Huang, O.
Dubrovskyi, L. Rong, G. R. J. Thatcher, and R. Xiong, J. Med. Chem., 2021, DOI:
10.1021/acs.jmedchem.1c01307. Article in press.

S. R. M. Ibrahim, H. M. Abdallah, A. M. El-Halawany, and G. A. Mohamed, Phytochem. Rev., 2016,
15, 197.

V. Mody, J. Ho, S. Wills, A. Mawri, L. Lawson, M. C. C. J. C. Ebert, G. M. Fortin, S. Rayalam, and
S. Taval, Commun. Biol., 2021, 4, 93.

B. Boras, R. M. Jones, B. J. Anson, D. Arenson, L. Aschenbrenner, M. A. Bakowski, N. Beutler, J.
Binder, E. Chen, H. Eng, H. Hammond, J. Hammond, R. E. Haupt, R. Hoffman, E. P. Kadar, R.
Kania, E. Kimoto, M. G. Kirkpatrick, L. Lanyon, E. K. Lendy, J. R. Lillis, J. Logue, S. A. Luthra, C.
Ma, S. W. Mason, M. E. McGrath, S. Noell, R. S. Obach, M. N. O’Brien, R. O’Connor, K. Ogilvie,
D. Owen, M. Pettersson, M. R. Reese, T. F. Rogers, R. Rosales, M. I. Rossulek, J. G. Sathish, N.
Shirai, C. Steppan, M. Ticehurst, L. W. Updyke, S. Weston, Y. Zhu, K. M. White, A. Garcia-Sastre,
J. Wang, A. K. Chatterjee, A. D. Mesecar, M. B. Frieman, A. S. Anderson, and C. Allerton, Nat.
Commun., 2021, 12, 6055.

R. L. Hoffman, R. S. Kania, M. A. Brothers, J. F. Davies, R. A. Ferre, K. S. Gajiwala, M. He, R. J.
Hogan, K. Kozminski, L. Y. Li, J. W. Lockner, J. Lou, M. T. Marra, L. J. Mitchell, B. W. Murray, J.
A. Nieman, S. Noell, S. P. Planken, T. Rowe, K. Ryan, G. J. Smith, J. E. Solowiej, C. M. Steppan,
and B. Taggart, J. Med. Chem., 2020, 63, 12725.

S.-i. Hattori, N. Higshi-Kuwata, J. Raghavaiah, D. Das, H. Bulut, D. A. Davis, Y. Takamatsu, K.
Matsuda, N. Takamune, N. Kishimoto, T. Okamura, S. Misumi, R. Yarchoan, K. Maeda, A. K.
Ghosh, H. Mitsuya, and L. M. Weiss, mBio, 2020, 11, e01833-01820.

S.-i. Hattori, N. Higashi-Kuwata, H. Hayashi, S. R. Allu, J. Raghavaiah, H. Bulut, D. Das, B. J.
Anson, E. K. Lendy, Y. Takamatsu, N. Takamune, N. Kishimoto, K. Murayama, K. Hasegawa, M.
Li, D. A. Davis, E. N. Kodama, R. Yarchoan, A. Wlodawer, S. Misumi, A. D. Mesecar, A. K. Ghosh,
and H. Mitsuya, Nat. Commun., 2021, 12, 668.

A. K. Ghosh, J. Raghavaiah, D. Shahabi, M. Yadav, B. J. Anson, E. K. Lendy, S.-i. Hattori, N.
Higashi-Kuwata, H. Mitsuya, and A. D. Mesecar, J. Med. Chem., 2021, 64, 14702.

B. Bai, A. Belovodskiy, M. Hena, A. S. Kandadai, M. A. Joyce, H. A. Saffran, J. A. Shields, M. B.
Khan, E. Arutyunova, J. Lu, S. K. Bajwa, D. Hockman, C. Fischer, T. Lamer, W. Vuong, M. J. van
Belkum, Z. Gu, F. Lin, Y. Du, J. Xu, M. Rahim, H. S. Young, J. C. Vederas, D. L. Tyrrell, M. J.



140

34.

35.

36.
37.
38.

39.

40.
41.

42.

43.

44,

45.

HETEROCYCLES, Vol. 105, No. 1, 2022

Lemieux, and J. A. Nieman, J. Med. Chem., 2021, DOI: 10.1021/acs.jmedchem.1c00616. Article in
press.

B. Bai, E. Arutyunova, M. B. Khan, J. Lu, M. A. Joyce, H. A. Saffran, J. A. Shields, A. S. Kandadai,
A. Belovodskiy, M. Hena, W. Vuong, T. Lamer, H. S. Young, J. C. Vederas, D. L. Tyrrell, M. J.
Lemieux, and J. A. Nieman, RSC Med. Chem., 2021, 12, 1722.

S. Huff, I. R. Kummetha, S. K. Tiwari, M. B. Huante, A. E. Clark, S. Wang, W. Bray, D. Smith, A.
F. Carlin, M. Endsley, and T. M. Rana, J. Med. Chem., 2021, DOI: 10.1021/acs.jmedchem.1c00566.
Article in press.

J. Kil, C. Pierce, H. Tran, R. Gu, and E. D. Lynch, Hear. Res., 2007, 226, 44.

M. Parnham and H. Sies, Expert Opin. Investig. Drugs, 2000, 9, 607.

T. Yamaguchi, K. Sano, K. Takakura, I. Saito, Y. Shinohara, T. Asano, and H. Yasuhara, Stroke,
1998, 29, 12.

N. Singh, A. C. Halliday, J. M. Thomas, O. V. Kuznetsova, R. Baldwin, E. C. Y. Woon, P. K. Aley,
I. Antoniadou, T. Sharp, S. R. Vasudevan, and G. C. Churchill, Nat. Commun., 2013, 4, 1332.

I. Tomassoli and D. Gindisch, Curr. Top. Med. Chem., 2016, 16, 1314.

D. Shcherbakov, D. Baev, M. Kalinin, A. Dalinger, V. Chirkova, S. Belenkaya, A. Khvostov, D.
Krut’ko, A. Medved’ko, E. Volosnikova, E. Sharlaeva, D. Shanshin, T. Tolstikova, O. Yarovaya, R.
Maksyutov, N. Salakhutdinov, and S. Vatsadze, ACS Med. Chem. Lett, 2021, DOI:
10.1021/acsmedchemlett.1c00299. Article in press.

J. Jacobs, V. Grum-Tokars, Y. Zhou, M. Turlington, S. A. Saldanha, P. Chase, A. Eggler, E. S.
Dawson, Y. M. Baez-Santos, S. Tomar, A. M. Mielech, S. C. Baker, C. W. Lindsley, P. Hodder, A.
Mesecar, and S. R. Stauffer, J. Med. Chem., 2013, 56, 534.

M. Turlington, A. Chun, S. Tomar, A. Eggler, V. Grum-Tokars, J. Jacobs, J. S. Daniels, E. Dawson,
A. Saldanha, P. Chase, Y. M. Baez-Santos, C. W. Lindsley, P. Hodder, A. D. Mesecar, and S. R.
Stauffer, Bioorg. Med. Chem. Lett., 2013, 23, 6172.

S. H. Han, C. M. Goins, T. Arya, W.-J. Shin, J. Maw, A. Hooper, D. P. Sonawane, M. R. Porter, B.
E. Bannister, R. D. Crouch, A. A. Lindsey, G. Lakatos, S. R. Martinez, J. Alvarado, W. S. Akers, N.
S. Wang, J. U. Jung, J. D. Macdonald, and S. R. Stauffer, J. Med. Chem., 2021, DOI:
10.1021/acs.jmedchem.1c00598. Article in press.

D. R. Owen, C. M. N. Allerton, A. S. Anderson, L. Aschenbrenner, M. Avery, S. Berritt, B. Boras,
R. D. Cardin, A. Carlo, K. J. Coffman, A. Dantonio, L. Di, H. Eng, R. Ferre, K. S. Gajiwala, S. A.
Gibson, S. E. Greasley, B. L. Hurst, E. P. Kadar, A. S. Kalgutkar, J. C. Lee, J. Lee, W. Liu, S. W.
Mason, S. Noell, J. J. Novak, R. S. Obach, K. Ogilvie, N. C. Patel, M. Pettersson, D. K. Rai, M. R.
Reese, M. F. Sammons, J. G. Sathish, R. S. P. Singh, C. M. Steppan, A. E. Stewart, J. B. Tuttle, L.



46.

47.

48.
49.

50.
51.
52.
53.
54,

55.

56.

57.

58.

59.

60.

61.
62.

63.
64.

65.

HETEROCYCLES, Vol. 105, No. 1, 2022 141

Updyke, P. R. Verhoest, L. Wei, Q. Yang, and Y. Zhu, Science, 2021, eabl4784.

M. Toots, J. J. Yoon, R. M. Cox, M. Hart, Z. M. Sticher, N. Makhsous, R. Plesker, A. H. Barrena, P.
G. Reddy, D. G. Mitchell, R. C. Shean, G. R. Bluemling, A. A. Kolykhalov, A. L. Greninger, M. G.
Natchus, G. R. Painter, and R. K. Plemper, Sci. Transl. Med., 2019, 11, eaax5866.

M. Toots, J. J. Yoon, M. Hart, M. G. Natchus, G. R. Painter, and R. K. Plemper, Transl. Res., 2020,
218, 16.

R. M. Cox, J. D. Wolf, and R. K. Plemper, Nat. Microbiol., 2021, 6, 11.

A. Wahl, L. E. Gralinski, C. E. Johnson, W. Yao, M. Kovarova, K. H. Dinnon, H. Liu, V. J. Madden,
H. M. Krzystek, C. De, K. K. White, K. Gully, A. Schéfer, T. Zaman, S. R. Leist, P. O. Grant, G. R.
Bluemling, A. A. Kolykhalov, M. G. Natchus, F. B. Askin, G. Painter, E. P. Browne, C. D. Jones, R.
J. Pickles, R. S. Baric, and J. V. Garcia, Nature, 2021, 591, 451.

D. J. Newman and G. M. Cragg, J. Nat. Prod., 2020, 83, 770.

T. Seidel, O. Wieder, A. Garon, and T. Langer, Mol. Inform., 2020, 39, e2000059-e2000059.

T. Rodrigues, D. Reker, P. Schneider, and G. Schneider, Nat. Chem., 2016, 8, 531.

H.-K. Kim and K.-J. J. Park, Tetrahedron Lett., 2012, 53, 1561.

L.-l. Ma, H.-m. Liu, X.-m. Liu, X.-y. Yuan, C. Xu, F. Wang, J.-z. Lin, R.-c. Xu, and D.-k. Zhang,
Eur. J. Med. Chem., 2021, 226, 113857.

A. Prasansuklab, A. Theerasri, P. Rangsinth, C. Sillapachaiyaporn, S. Chuchawankul, and T.
Tencomnao, J. Tradit. Complement. Med., 2021, 11, 144.

D. Liana and A. Phanumartwiwath, J. Nat. Med., 2021, DOI: 10.1007/s11418-021-01575-1, 1.

M. P. Christy, Y. Uekusa, L. Gerwick, and W. H. Gerwick, J. Nat. Prod., 2021, 84, 161.

C.-L. He, L.-Y. Huang, K. Wang, C.-J. Gu, J. Hu, G.-J. Zhang, W. Xu, Y.-H. Xie, N. Tang, and
A.-L. Huang, Sig. Transduct. Target. Ther., 2021, 6, 131.

B. N, K. R. Chandrashekar, A. Prabhu, and P. D. Rekha, In Vitro Cell. Dev. Biol. Anim., 2019, 55,
331.

B. Y. K. Law, S. W. F. Mok, W. K. Chan, S. W. Xu, A. G. Wu, X. J. Yao, J. R. Wang, L. Liu, and
V. K. W. Wong, Oncotarget, 2016, 7, 8090.

M. Rogosnitzky and R. Danks, Pharmacol. Rep., 2011, 63, 337.

J. S. Yoon, H. M. Kim, A. K. Yadunandam, N. H. Kim, H. A. Jung, J. S. Choi, C. Y. Kim, and G. D.
Kim, Phytomedicine, 2013, 20, 1013.

M. A. White, W. Lin, and X. Cheng, J. Phys. Chem. Lett., 2020, 11, 9144.

R. G. Linington, B. R. Clark, E. E. Trimble, A. Almanza, L.-D. Urefia, D. E. Kyle, and W. H.
Gerwick, J. Nat. Prod., 2009, 72, 14.

K. Taori, Y. Liu, V. J. Paul, and H. Luesch, ChemBioChem, 2009, 10, 1634.



142

66.

67.

68.

69.
70.

71.

72.

73.

74.

75.

76.

77.

78.
79.

80.

HETEROCYCLES, Vol. 105, No. 1, 2022

P. D. Boudreau, B. W. Miller, L.-I. McCall, J. Almaliti, R. Reher, K. Hirata, T. Le, J. L.
Siqueira-Neto, V. Hook, and W. H. Gerwick, J. Med. Chem., 2019, 62, 9026.

S. C. Stolze, E. Deu, F. Kaschani, N. Li, B. I. Florea, K. H. Richau, T. Colby, R. A. van der Hoorn,
H. S. Overkleeft, M. Bogyo, and M. Kaiser, Chem. Biol., 2012, 19, 1546.

A. S. Ashhurst, A. H. Tang, P. Fajtova, M. C. Yoon, A. Aggarwal, M. J. Bedding, A. Stoye, L.
Beretta, D. Pwee, A. Drelich, D. Skinner, L. Li, T. D. Meek, J. H. McKerrow, V. Hook, C.-T. Tseng,
M. Larance, S. Turville, W. H. Gerwick, A. J. O’Donoghue, and R. J. Payne, J. Med. Chem., 2021,
DOI: 10.1021/acs.jmedchem.1c01494. Article in press.

D. J. Newman and G. M. Cragg, J. Nat. Prod., 2004, 67, 1216.

K. L. Rinehart, J. B. Gloer, J. C. Cook, S. A. Mizsak, and T. A. Scahill, J. Am. Chem. Soc., 1981, 103,
1857.

S. Alonso-Alvarez, E. Pardal, D. Sanchez-Nieto, M. Navarro, M. D. Caballero, M. V. Mateos, and
A. Martin, Drug Des. Devel. Ther., 2017, 11, 253.

K. M. White, R. Rosales, S. Yildiz, T. Kehrer, L. Miorin, E. Moreno, S. Jangra, M. B. Uccellini, R.
Rathnasinghe, L. Coughlan, C. Martinez-Romero, J. Batra, A. Rojc, M. Bouhaddou, J. M. Fabius, K.
Obernier, M. Dejosez, M. J. Guillén, A. Losada, P. Avilés, M. Schotsaert, T. Zwaka, M. Vignuzzi,
K. M. Shokat, N. J. Krogan, and A. Garcia-Sastre, Science, 2021, 371, 926.

J. Delgado-Calle, N. Kurihara, E. G. Atkinson, J. Nelson, K. Miyagawa, C. M. Galmarini, G. D.
Roodman, and T. Bellido, Oncotarget, 2019, 10, 2709.

C. S. Mitsiades, E. M. Ocio, A. Pandiella, P. Maiso, C. Gajate, M. Garayoa, D. Vilanova, J. C.
Montero, N. Mitsiades, C. J. McMullan, N. C. Munshi, T. Hideshima, D. Chauhan, P. Aviles, G.
Otero, G. Faircloth, M. V. Mateos, P. G. Richardson, F. Mollinedo, J. F. San-Miguel, and K. C.
Anderson, Cancer Res., 2008, 68, 5216.

P. E. Morande, S. R. Zanetti, M. Borge, P. Nannini, C. Jancic, R. F. Bezares, A. Bitsmans, M.
Gonzélez, A. L. Rodriguez, C. M. Galmarini, R. Gamberale, and M. Giordano, Invest. New Drugs,
2012, 30, 1830.

M. Kobayashi, H. Kawashima, K. Takemori, H. Ito, A. Murai, S. Masuda, K. Yamada, D. Uemura,
and F. Horio, Biochem. Biophys. Res. Commun., 2012, 427, 299.

M. Ito, J. Ito, H. Kitazawa, K. Shimamura, T. Fukami, S. Tokita, K. Shimokawa, K. Yamada, A.
Kanatani, and D. Uemura, Peptides, 2009, 30, 1074.

K. Shimokawa, R. Miwa, K. Yamada, and D. Uemura, Org. Biomol. Chem., 2009, 7, 777.

J. D. Carelli, S. G. Sethofer, G. A. Smith, H. R. Miller, J. L. Simard, W. C. Merrick, R. K. Jain, N.
T. Ross, and J. Taunton, Elife, 2015, 4, e10222.

D. E. Gordon, J. Hiatt, M. Bouhaddou, V. V. Rezelj, S. Ulferts, H. Braberg, A. S. Jureka, K.



81.

82.

83.

84.
85.

HETEROCYCLES, Vol. 105, No. 1, 2022 143

Obernier, J. Z. Guo, J. Batra, R. M. Kaake, A. R. Weckstein, T. W. Owens, M. Gupta, S. Pourmal,
E. W. Titus, M. Cakir, M. Soucheray, M. McGregor, Z. Cakir, G. Jang, M. J. O'Meara, T. A.
Tummino, Z. Zhang, H. Foussard, A. Rojc, Y. Zhou, D. Kuchenov, R. Hittenhain, J. Xu, M.
Eckhardt, D. L. Swaney, J. M. Fabius, M. Ummadi, B. Tutuncuoglu, U. Rathore, M. Modak, P. Haas,
K. M. Haas, Z. Z. C. Naing, E. H. Pulido, Y. Shi, I. Barrio-Hernandez, D. Memon, E. Petsalaki, A.
Dunham, M. C. Marrero, D. Burke, C. Koh, T. Vallet, J. A. Silvas, C. M. Azumaya, C. Billesbglle,
A. F. Brilot, M. G. Campbell, A. Diallo, M. S. Dickinson, D. Diwanji, N. Herrera, N. Hoppe, H. T.
Kratochvil, Y. Liu, G. E. Merz, M. Moritz, H. C. Nguyen, C. Nowotny, C. Puchades, A. N. Rizo, U.
Schulze-Gahmen, A. M. Smith, M. Sun, I. D. Young, J. Zhao, D. Asarnow, J. Biel, A. Bowen, J. R.
Braxton, J. Chen, C. M. Chio, U. S. Chio, I. Deshpande, L. Doan, B. Faust, S. Flores, M. Jin, K. Kim,
V. L. Lam, F. Li, J. Li, Y. L. Li, Y. Li, X. Liu, M. Lo, K. E. Lopez, A. A. Melo, F. R. Moss, 3rd, P.
Nguyen, J. Paulino, K. I. Pawar, J. K. Peters, T. H. Pospiech, Jr., M. Safari, S. Sangwan, K. Schaefer,
P. V. Thomas, A. C. Thwin, R. Trenker, E. Tse, T. K. M. Tsui, F. Wang, N. Whitis, Z. Yu, K. Zhang,
Y. Zhang, F. Zhou, D. Saltzberg, A. J. Hodder, A. S. Shun-Shion, D. M. Williams, K. M. White, R.
Rosales, T. Kehrer, L. Miorin, E. Moreno, A. H. Patel, S. Rihn, M. M. Khalid, A. Vallejo-Gracia, P.
Fozouni, C. R. Simoneau, T. L. Roth, D. Wu, M. A. Karim, M. Ghoussaini, I. Dunham, F. Berardi,
S. Weigang, M. Chazal, J. Park, J. Logue, M. McGrath, S. Weston, R. Haupt, C. J. Hastie, M. Elliott,
F. Brown, K. A. Burness, E. Reid, M. Dorward, C. Johnson, S. G. Wilkinson, A. Geyer, D. M.
Giesel, C. Baillie, S. Raggett, H. Leech, R. Toth, N. Goodman, K. C. Keough, A. L. Lind, R. J.
Klesh, K. R. Hemphill, J. Carlson-Stevermer, J. Oki, K. Holden, T. Maures, K. S. Pollard, A. Sali,
D. A. Agard, Y. Cheng, J. S. Fraser, A. Frost, N. Jura, T. Kortemme, A. Manglik, D. R. Southworth,
R. M. Stroud, D. R. Alessi, P. Davies, M. B. Frieman, T. Ideker, C. Abate, N. Jouvenet, G. Kochs,
B. Shoichet, M. Ott, M. Palmarini, K. M. Shokat, A. Garcia-Sastre, J. A. Rassen, R. Grosse, O. S.
Rosenberg, K. A. Verba, C. F. Basler, M. Vignuzzi, A. A. Peden, P. Beltrao, and N. J. Krogan,
Science, 2020, 370, eabe9403.

G. Montealegre-Gomez, E. Garavito, A. Gémez-Lopez, A. Rojas-Villarraga, and R. Parra-Medina,
Reumatol. Clin., 2021, 17, 371.

H. M. Al-Kuraishy, A. I. Al-Gareeb, N. Qusty, N. Cruz-Martins, and G. El-Saber Batiha, Pulm.
Pharmacol. Ther., 2021, 67, 102008.

J. M. Batista, Jr., A. A. Lopes, D. L. Ambrosio, L. O. Regasini, M. J. Kato, S. Bolzani Vda, R. M.
Cicarelli, and M. Furlan, Biol. Pharm. Bull., 2008, 31, 538.

R. Pratap and V. J. Ram, Chem. Rev., 2014, 114, 10476.

M. I. Hussain, Q. A. Syed, M. N. K. Khattak, B. Hafez, M. J. Reigosa, and A. El-Keblawy, Biologia,
2019, 74, 863.



144

86.
87.

88.

89.

90.
91.

92.

93.

94.

95.

96.

97.

98.
99.

100.
101.
102.
103.

104.

105.

106.

HETEROCYCLES, Vol. 105, No. 1, 2022

K. N. Venugopala, V. Rashmi, and B. Odhav, BioMed Research International, 2013, 2013, 963248.
R. Abdizadeh, F. Hadizadeh, and T. Abdizadeh, Mol. Divers.,, 2021, DOI:
10.1007/s11030-021-10230-6. Article in press.

U. R. Abdelmohsen, A. Albohy, B. S. Abdulrazik, S. A. L. Bayoumi, L. G. Malak, I. S. A. Khallaf,
G. Bringmann, and S. F. Farag, RSC Adv., 2021, 11, 16970.

S. K. Chidambaram, D. Ali, S. Alarifi, S. Radhakrishnan, and I. Akbar, J. Infect. Public Health, 2020,
13, 1671.

W. G. Byun, J. Lee, S. Kim, and S. B. Park, Chem. Commun., 2021, 57, 12476.

S. Jahn, B. Seiwert, S. Kretzing, G. Abraham, R. Regenthal, and U. Karst, Anal. Chim. Acta, 2012,
756, 60.

D. I. Correa, E. Pastene-Navarrete, L. Bustamante, M. Baeza, and J. Alarcon-Enos, Metabolites,
2020, 10, 309.

Z. Cao, P. Yang, and Q. Zhou, Sci. China Chem., 2013, 56, 1382.

M. Roy, L. Liang, X. Xiao, P. Feng, M. Ye, and J. Liu, Biomed. Pharmacother., 2018, 107, 615.
Y.-H. Jin, J. S. Min, S. Jeon, J. Lee, S. Kim, T. Park, D. Park, M. S. Jang, C. M. Park, J. H. Song, H.
R. Kim, and S. Kwon, Phytomedicine, 2021, 86, 153440.

P.-x. Ren, W.-j. Shang, W.-c. Yin, H. Ge, L. Wang, X.-l. Zhang, B.-g. Li, H.-l. Li, Y.-c. Xu, E. H.
Xu, H.-l. Jiang, L.-l. Zhu, L.-k. Zhang, and F. Bai, Acta Pharmacol. Sin., 2021, DOlI:
10.1038/s41401-021-00668-7. Article in press.

G. H. Mahran, S. H. Hilal, and T. S. el-Alfy, Planta Med., 1975, 27, 127.

A. Itoh, Y. Ikuta, Y. Baba, T. Tanahashi, and N. Nagakura, Phytochemistry, 1999, 52, 1169.

W. Zhu, M. Xu, C. Z. Chen, H. Guo, M. Shen, X. Hu, P. Shinn, C. Klumpp-Thomas, S. G. Michael,
and W. Zheng, ACS Pharmacol. Transl. Sci., 2020, 3, 1008.

Y. Gotoh, A. Doi, E. Furuta, S. Dubrac, Y. Ishizaki, M. Okada, M. Igarashi, N. Misawa, H.
Yoshikawa, T. Okajima, T. Msadek, and R. Utsumi, J. Antibiot., 2010, 63, 127.

Y. Jeong, J. Kim, S. Kim, Y. Kang, T. Nagamatsu, and I. Hwang, Plant Dis., 2003, 87, 890.

X. Li, Y. Li, R. Wang, Q. Wang, and L. Lu, Appl. Environ. Microbiol., 2019, 85, e00106-00119.

D. M. Roll, C. M. Ireland, H. S. M. Lu, and J. Clardy, J. Org. Chem., 1988, 53, 3276.

H. J. Woo, K. Y. Park, C. H. Rhu, W. H. Lee, B. T. Choi, G. Y. Kim, Y. M. Park, and Y. H. Choi, J.
Med. Food, 2006, 9, 161.

D. E. Gerber, M. S. Beg, F. Fattah, A. E. Frankel, O. Fatunde, Y. Arriaga, J. E. Dowell, A. Bisen, R.
D. Leff, C. C. Meek, W. C. Putnam, R. R. Kallem, I. Subramaniyan, Y. Dong, J. Bolluyt, V. Sarode,
X. Luo, Y. Xie, B. Schwartz, and D. A. Boothman, Br. J. Cancer, 2018, 119, 928.

M. E. Bigal and S. J. Tepper, Curr. Pain Headache Rep., 2003, 7, 55.



107

108
109

110

111

112
113

114

HETEROCYCLES, Vol. 105, No. 1, 2022 145

. N. Kumar, D. Sood, P. J. van der Spek, H. S. Sharma, and R. Chandra, J. Proteome Res., 2020, 19,

. Y. Liand C. D. Smolke, Nat. Commun., 2016, 7, 12137.

. M. A. Oliva, A. E. Prota, J. Rodriguez-Salarichs, Y. L. Bennani, J. Jiménez-Barbero, K. Bargsten, A.
Canales, M. O. Steinmetz, and J. F. Diaz, J. Med. Chem., 2020, 63, 8495.

. C. G. Nebigil, C. Moog, S. Vagner, N. Benkirane-Jessel, D. R. Smith, and L. Désaubry, Eur. J. Med.
Chem., 2020, 203, 112653.

. W. Zhang, S. Liu, R. I. Maiga, J. Pelletier, L. E. Brown, T. T. Wang, and J. A. Porco, J. Am. Chem.
Soc., 2019, 141, 1312.

. X. Xie, S. Lu, X. Pan, M. Zou, F. Li, H. Lin, J. Hu, S. Fan, and J. He, J. Nat. Prod., 2021, 84, 537.

. M. Humam, T. Kehrli, D. Jeannerat, O. Mufioz, K. Hostettmann, and P. Christen, J. Nat. Prod., 2011,

. O. Mufioz and S. Cortés, Pharm. Biol., 1998, 36, 162.

Dr. Prasat Kittakoop received B.Sc. in 1989 (1st Class Honors, Chemistry) from Chiang
Mai University, Thailand, and received Ph.D. in Biochemistry from University of Wales,
Swansea, U.K., in 1992. His research interests are natural products chemistry, green
chemistry, and medicinal chemistry. Dr. Prasat Kittakoop is a regular reviewer for many
peer-reviewed journals, https://publons.com/researcher/1301118/prasat-kittakoop/.

Dhanushka Darshana received Bachelor of Pharmacy in 2016 with Second Class Upper
Division from Faculty of Medicine, University of Ruhuna, Sri Lanka. He pursued his Ph.D. in
Chemical Biology, Chulabhorn Graduate Institute, Bangkok, Thailand, under the supervision
of Assoc. Prof. Dr. Prasat Kittakoop. He obtained his Ph.D. in 2021. Currently, he works as a
lecturer in Department of Pharmacy, Faculty of Allied Health Sciences, University of Ruhuna,
Sri Lanka. His research interests are pharmacognosy, green synthesis, drug discovery,
natural products and medicinal chemistry.



146

HETEROCYCLES, Vol. 105, No. 1, 2022

Rapeepat Sangsuwan received her Bachelor of Science in Chemistry from Silpakorn
University, Thailand in 2011, and worked in the laboratory of Dr. Nantanit Wanichacheva.
There, her interest lied in fluorescence-based sensors which could emit light by fluorescence
and provide high sensitivity and selectivity for the detection of mercury ions in agqueous
solutions. She subsequently earned her master’s degree in Chemical Biology at Chulabhorn
Graduate Institute where she joined Dr. Prasat Kittakoop’s group in 2011. During that time,
she used an organocatalyst from renewable materials to develop an environmentally benign
preparation of coumarins and chromenes. In 2013, she finished her master’s degree in

- Chemical Biology and moved to California, USA, where she received her Ph.D. under the

supervision of Dr. Matthew B. Francis at University of California, Berkeley. Her research
focused on using bioconjugations for protein detection and intracellular delivery. She then
worked for Dr. Jamal Lewis as a postdoctoral scholar to expand her training skills and interest
in biomaterials and biological applications in cancers, immunomodulation, and osteoarthritis.
Currently, she serves as a researcher at Chulabhorn research institute. Her research focuses on
drug development and delivery for the treatment of metabolic diseases and cancers.

Professor Dr. Her Royal Highness Princess Chulabhorn Mahidol, the President of the
Chulabhorn Research Institute, has been a lecturer in Chemistry Department at Mahidol
University since 1985, with special interests in chemistry and synthesis of natural products.
She was awarded the UNESCO's Einstein Medal for her continuous efforts in promoting
scientific collaborations in Asia and Pacific. She was also the first Asian who has been invited
to join the Royal Society of Chemistry, England, as an Honorary Fellow. Currently, she is the
chairperson of the Working Group on the Chemistry of Natural Products Collaborative
Programme between the Japan Society for the Promotion of Science and the National
Research Council of Thailand. H.R.H. Princess Chulabhorn Mahidol has received
international recognition for her scientific accomplishments. She has also been appointed to
various United Nations posts, namely, a special advisor to the United Nations Environment
Programme, and a member of the Special High-Level Council for the International Decade
for Natural Disaster Reduction of the United Nations.





